SEQ ID NO: 1 



CGGGGAGGAATATGCTGTGGAGCTCCTCTGCCATATAAACAAAAAGAGGAAATCTTTCAA 6 0 
ACATGGCTGAAGCAAAGACCCACTGGCTTGGAGCAGCCCTGTCTCTTATCCCTTTAATTT 12 0 
TCCTCATCTCTGGGGCTGAAGCAGCTTCATTTCAGAGAAACCAGCTGCTTCAGAAAGAAC 180 
CAGACCTCAGGTTGGAAAATGTCCAAAAGTTTCCCAGTCCTGAAATGATCAGGGCTTTGG 24 0 
AGTACATAGAAAACCCCTTTAAACGCACAAATGAAATAGTGGAGGAACAATATACTCCTC 3 00 
AAAGCCTTGCTACATTGGAATCTGTCTTCCAAGAGCTGGGGAAACTGACAGGACCAAACA 3 60 
ACCAGAAACGTGAGAGGATGGATGAGGAGCAAAAACTTTATACGGATGATGAAGATGATA 42 0 
TCTACAAGGCTAATAACATTGCCTATGAAGATGTGGTCGGGGGAGAAGACTGGAACCCAG 4 80 
TAGAGGAGAAAATAGAGAGTCAAACCCAGGAAGAGGTGAGAGACAGCAAAGAGAATATAG 54 0 
GAAAAAATGAACAAATCAACGATGAGATGAAACGCTCAGGGCAGCTTGGCATC CAGGAAG 600 
AAGATCTTCGGAAAGAGAGTAAAGACCAACTCTCAGATGATGTCTCCAAAGTAATTGCCT 660 
ATTTGAAAAGGTTAGTAAATGCTGCAGGAAGTGGGAGGTTACAGAATGGGCAAAATGGGG 72 0 
AAAGGGCCACCAGGCTTTTTGAGAAACCTCTTGATTCTCAGTCTATTTATCAGCTGATTG 78 0 
AAATCTCAAGGAATTTACAGATACCCCCAGAAGACTTAATTGAGATGCTCAAAACTGGGG 84 0 
AGAAGCCGAATGGATCAGTGGAACCGGAGCGGGAGCTTGACCTTCCTGTTGACCTAGATG 90 0 
ACATCTCAGAGGCTGACTTAGACCATCCAGACCTGTTCCAAAATAGGATGCTCTCCAAGA 960 
GTGGCTACCCTAAAACACCTGGTCGTGCTGGGACTGAGGCCCTACCAGACGGGCTCAGTG 1020 
TTGAGGATATTTTAAATCTTTTAGGGATGGAGAGTGCAGCAAATCAGAAAACGTCGTATT 1080 
TTCCCAATCCATATAACCAGGAGAAAGTTCTGCCAAGGCTCCCTTATGGTGCTGGAAGAT 114 0 
CTAGATCGAACCAGCTTCCCAAAGCTGCCTGGATTCCACATGTTGAAAACAGACAGATGG 1200 
CATATGAAAACCTGAACGACAAGGATCAAGAATTAGGTGAGTACTTGGCCAGGATGCTAG 1260 
TTAAATACCCTGAGATCATTAATTCAAACCAAGTGAAGCGAGTTCCTGGTCAAGGCTCAT 132 0 
CTGAAGATGACCTGCAGGAAGAGGAACAAATTGAGCAGGCCATCAAAGAGCATTTGAATC 1380 
AAGGCAGCTCTCAGGAGACTGACAAGCTGGCCCCGGTGAGCAAAAGGTTCCCTGTGGGGC 1440 
CCCCGAAGAATGATGATACCCCAAATAGGCAGTACTGGGATGAAGATCTGTTAATGAAAG 1500 
TGCTGGAATACCTCAATCAAGAAAAGGCAGAAAAGGGAAGGGAGCATATTGCTAAGAGAG 1560 
CAATGGAAAATATGTAAGCTGCTTTCATTAATTACCCTACTTTCATTCCTCCCACCCCAA 1620 
GCAAATCCCAACATTTCTCTTCAGTGTGTTGACTTCTATCCTGTTAACACTGTAATATCT 1680 
TTAAATGATGTACAGGCAGATGAAACCAGGTCACTGGGGAGTCTGCTTCATTTCCTCTGA 174 0 
GCTGTTATCTTGTGTATGGATATGTGTAAATGTTATGACTCCTTGATAAAAAATTTATTA 180 0 
TGTCCATTATTCAAGAAAGATATCTATGACTGTGTTTAATAGTATATCTAATGGCTGTGG 1860 
CATTGTTGATGCTCACATATGATAAAAAAGTGTCCTATAATTCTATTGAAAGTTTTTAAT 1920 
ATTTATTGAATTATTTTGTTACTGTCTGTAGCGTTTTGTGGAGTACTGGACCAAAAAAAT 198 0 
AAAGCATTATAAATATA 1997 



SEQ ID NO: 2 



Met 


Ala 


Glu 


Ala 


Lys 


Thr 


His 


Trp 


Leu 


Gly 


10 


Ala 


Ala 


Leu 


Ser 


Leu 


He 


Pro 


Leu 


He 


Phe 


20 


Leu 


He 


Ser 


Gly Ala 


Glu 


Ala 


Ala 


Ser 


Phe 


30 


Gin 


Arg 


Asn 


Gin 


Leu 


Leu 


Gin 


Lys 


Glu 


Pro 


40 


Asp 


Leu 


Arg 


Leu 


Glu 


Asn 


Val 


Gin 


Lys 


Phe 


50 


Pro 


Ser 


Pro 


Glu 


Met 


He 


Arg 


Ala 


Leu 


Glu 


60 


Tyr 


He 


Glu 


Asn 


Pro 


Phe 


Lys 


Arg 


Thr 


Asn 


70 


Glu 


He 


Val 


Glu 


Glu 


Gin 


Tyr 


Thr 


Pro 


Gin 


80 


Ser 


Leu 


Ala 


Thr 


Leu 


Glu 


Ser 


Val 


Phe 


Gin 


90 


Glu 


Leu 


Gly 


Lys 


Leu 


Thr 


Gly 


Pro 


Asn 


Asn 


100 


Gin 


Lys 


Arg 


Glu 


Arg 


Met 


Asp 


Glu 


Glu 


Gin 


110 


Lys 


Leu 


Tyr 


Thr 


Asp 


Asp 


Glu 


Asp 


Asp 


He 


120 


Tyr 


Lys 


Ala 


Asn 


Asn 


He 


Ala 


Tyr 


Glu 


Asp 


130 


Val 


Val 


Gly 


Gly 


Glu 


Asp 


Trp 


Asn 


Pro 


Val 


140 


Glu 


Glu 


Lys 


He 


Glu 


Ser 


Gin 


Thr 


Gin 


Glu 


150 


Glu 


Val 


Arg 


Asp 


Ser 


Lys 


Glu 


Asn 


He 


Gly 


160 


Lys 


Asn 


Glu 


Gin 


He 


Asn 


Asp 


Glu 


Met 


Lys 


170 


Arg 


Ser 


Gly 


Gin 


Leu 


Gly 


He 


Gin 


Glu 


Glu 


180 


Asp 


Leu 


Arg 


Lys 


Glu 


Ser 


Lys 


Asp 


Gin 


Leu 


190 


Ser 


Asp 


Asp 


Val 


Ser 


Lys 


Val 


He 


Ala 


Tyr 


200 


Leu 


Lys 


Arg 


Leu 


Val 


Asn 


Ala 


Ala 


Gly 


Ser 


210 


Gly 


Arg 


Leu 


Gin 


Asn 


Gly 


Gin 


Asn 


Gly 


Glu 


220 


Arg 


Ala 


Thr 


Arg 


Leu 


Phe 


Glu 


Lys 


Pro 


Leu 


230 


Asp 


Ser 


Gin 


Ser 


He 


Tyr 


Gin 


Leu 


He 


Glu 


240 


He 


Ser 


Arg 


Asn 


Leu 


Gin 


He 


Pro 


Pro 


Glu 


250 


Asp 


Leu 


He 


Glu 


Met 


Leu 


Lys 


Thr 


Gly 


Glu 


260 


Lys 


Pro 


Asn 


Gly 


Ser 


Val 


Glu 


Pro 


Glu 


Arg 


270 


Glu 


Leu 


Asp 


Leu 


Pro 


Val 


Asp 


Leu 


Asp 


Asp 


280 


He 


Ser 


Glu 


Ala 


Asp 


Leu 


Asp 


His 


Pro 


Asp 


290 


Leu 


Phe 


Gin 


Asn 


Arg 


Met 


Leu 


Ser 


Lys 


Ser 


300 


Gly 


Tyr 


Pro 


Lys 


Thr 


Pro 


Gly 


Arg 


Ala 


Gly 


310 


Thr 


Glu 


Ala 


Leu 


Pro 


Asp 


Gly 


Leu 


Ser 


Val 


320 


Glu 


Asp 


He 


Leu 


Asn 


Leu 


Leu 


Gly 


Met 


Glu 


330 


Ser 


Ala 


Ala 


Asn 


Gin 


Lys 


Thr 


Ser 


Tyr 


Phe 


340 


Pro 


Asn 


Pro 


Tyr 


Asn 


Gin 


Glu 


Lys 


Val 


Leu 


350 



Pro 


Arg 


Leu 


Pro 


Tyr 


Gly 


Ala 


Gly 


Arg 


Ser 


360 


Arg 


Ser 


Asn 


Gin 


Leu 


Pro 


Lys 


Ala 


Ala 


Trp 


370 


He 


Pro 


His 


Val 


Glu 


Asn 


Arg 


Gin 


Met 


Ala 


380 


Tyr 


Glu 


Asn 


Leu 


Asn 


Asp 


Lys 


Asp 


Gin 


Glu 


390 


Leu 


Gly 


Glu 


Tyr 


Leu 


Ala 


Arg 


Met 


Leu 


Val 


400 


Lys 


Tyr 


Pro 


Glu 


He 


He 


Asn 


Ser 


Asn 


Gin 


410 


Val 


Lys 


Arg 


Val 


Pro 


Gly 


Gin 


Gly 


Ser 


Ser 


420 


Glu 


Asp 


Asp 


Leu 


Gin 


Glu 


Glu 


Glu 


Gin 


He 


430 


Glu 


Gin 


Ala 


He 


Lys 


Glu 


His 


Leu 


Asn 


Gin 


440 


Gly 


Ser 


Ser 


Gin 


Glu 


Thr 


Asp 


Lys 


Leu 


Ala 


450 


Pro 


Val 


Ser 


Lys 


Arg 


Phe 


Pro 


Val 


Gly 


Pro 


460 


Pro 


Lys 


Asn 


Asp 


Asp 


Thr 


Pro 


Asn 


Arg 


Gin 


470 


Tyr 


Trp 


Asp 


Glu 


Asp 


Leu 


Leu 


Met 


Lys 


Val 


480 


Leu 


Glu 


Tyr 


Leu 


Asn 


Gin 


Glu 


Lys 


Ala 


Glu 


490 


Lys 


Gly 


Arg 


Glu 


His 


He 


Ala 


Lys 


Arg 


Ala 


500 


Met 


Glu 


Asn 


Met 
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SEQ ID NO: 4 

Met Ala Glu Ala Lys 
Ala Ala Leu Ser Leu 

5 Leu lie Ser Gly Ala 
Gin Arg Asn Gin Leu 
Asp Leu Arg Leu Glu 
Pro Ser Pro Glu Met 
Tyr lie Glu Asn Leu 

io Lys Lys Glu Ser Leu 
Leu Leu Cys Met Lys 
Thr Pro Leu Asn Ala 



Thr 


His 


Trp 


Leu 


Gly 


10 


He 


Pro 


Leu 


He 


Phe 


20 


Glu 


Ala 


Ala 


Ser 


Phe 


30 


Leu 


Gin 


Lys 


Glu 


Pro 


40 


Asn 


Val 


Gin 


Lys 


Phe 


50 


He 


Arg 


Ala 


Leu 


Glu 


60 


Arg 


Gin 


Gin 


Ala 


His 


70 


Ser 


Thr 


Cys 


Asn 


Ser 


80 


Arg 


He 


Pro 


Gly 


He 


90 


Gin 


Met 


Lys 






98 
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SEQ ID NO: 5 

CGGGGAGGAATATGCTGTGGAGCTCCTCTGCCATATAAACAAAAAGAGGAAATCTTTCAA 6 0 
ACATGGCTGAAGCAAAGACCCACTGGCTTGGAGCAGCCCTGTCTCTTATCCCTTTAATTT 120 

5 TCCTCATCTCTGGGGCTGAAGCAGCTTCATTTCAGAGAAACCAGCTGCTTCAGAAAGAAC 180 
CAGACCTCAGGTTGGAAAATGTCCAAAAGTTTCCCAGTCCTGAAATGATCAGGGCTTTGG 240 
AGTACATAGAAAACCTCCGACAACAAGCTCATAAGGAAGAAAGCAGCCCAGATTATAATC 3 00 
CCTACCAAGGTGTCTCTGTCCCCCTTCAGCAAAAAGAAAATGGCGATGAAAGCCACTTGC 3 60 
CCGAGAGGGATTCACTGAGTGAAGAAGACTGGATGAGAATAATACTCGAAGCTTTGAGAC 420 

10 AGGCTGAAAATGAGCCTCAGTCTGCACCAAAAGAAAATAAGCCCTATGCCTTGAATTCAG 480 
AAAAGAACTTTCCAATGGACATGAGTGATGATTATGAGACACAGCAGTGGCCAGAAAGAA 540 
AGCTTAAGCACATGCAATTCCCTCCTATGTATGAAGAGAATTCCAGGGATAACCCCTTTA 60 0 
AACGCACAAATGAAATAGTGGAGGAACAATATACTCCTCAAAGCCTTGCTACATTGGAAT 660 
CTGTCTTCCAAGAGCTGGGGAAACTGACAGGACCAAACAACCAGAAACGTGAGAGGATGG 72 0 

15 ATGAGGAGCAAAAACTTTATACGGATGATGAAGATGATATCTACAAGGCTAATAACATTG 780 
CCTATGAAGATGTGGTCGGGGGAGAAGACTGGAACCCAGTAGAGGAGAAAATAGAGAGTC 84 0 
AAACCCAGGAAGAGGTGAGAGACAGCAAAGAGAATATAGGAAAAAATGAACAAATCAACG 9 0 0 
ATGAGATGAAACGCTCAGGGCAGCTTGGCATCCAGGAAGAAGATCTTCGGAAAGAGAGTA 960 
AAGACCAACTCTCAGATGATGTCTCCAAAGTAATTGCCTATTTGAAAAGGTTAGTAAATG 102 0 

20 CTGCAGGAAGTGGGAGGTTACAGAATGGGCAAAATGGGGAAAGGGCCACCAGGCTTTTTG 1080 
AGAAACCTCTTGATTCTCAGTCTATTTATCAGCTGATTGAAATCTCAAGGAATTTACAGA 114 0 
TACCCCCAGAAGACTTAATTGAGATGCTCAAAACTGGGGAGAAGCCGAATGGATCAGTGG 1200 
AACCGGAGCGGGAGCTTGACCTTCCTGTTGACCTAGATGACATCTCAGAGGCTGACTTAG 1260 
ACCATCCAGACCTGTTCCAAAATAGGATGCTCTCCAAGAGTGGCTACCCTAAAACACCTG 132 0 

25 GTCGTGCTGGGACTGAGGCCCTACCAGACGGGCTCAGTGTTGAGGATATTTTAAATCTTT 13 8 0 
TAGGGATGGAGAGTGCAGCAAATCAGAAAACGTCGTATTTTCCCAAGCAAATCCCAACAT 144 0 
TTCTCTTCAGTGTGTTGACTTCTATCCTGTTAACACTGTAATATCTTTAAATGATGTACA 1500 
GGCAGATGAAACCAGGTCACTGGGGAGTCTGCTTCATTTCCTCTGAGCTGTTATCTTGTG 1560 
TATGGATATGTGTAAATGTTATGACTCCTTGATAAAAAATTTATTATGTCCATTATTCAA 1620 

30 GAAAGATATCTATGACTGTGTTTAATAGTATATCTAATGGCTGTGGCATTGTTGATGCTC 1680 
ACATATGATAAAAAAGTGTCCTATAATTCTATTGAAAGTTTTTAATATTTATTGAATTAT 174 0 
TTTGTTACTGTCTGTAGCGTTTTGTGGAGTACTGGACCAAAAAAATAAAGCATTATAAAT 1800 
ATA 1803 



35 



SEQ ID NO: 6 



Met 


Ala 


Glu 


Ala 


Lys 


Thr 


His 


Trp 


Leu 


Gly 


10 


Ala 


Ala 


Leu 


Ser 


Leu 


He 


Pro 


Leu 


He 


Phe 


20 


Leu 


He 


Ser 


Gly Ala 


Glu 


Ala 


Ala 


Ser 


Phe 


30 


Gin 


Arg 


Asn 


Gin 


Leu 


Leu 


Gin 


Lys 


Glu 


Pro 


40 


Asp 


Leu 


Arg 

— t 


Leu 


Glu 


Asn 


Val 


Gin 


Lys 


Phe 


50 


Pro 


Ser 


Pro 


Glu 


Met 


He 


Arg 

— * 


Ala 


Leu 


Glu 


60 


Tyr 


He 


Glu 


Asn 


Leu 


Arg 

— * 


Gin 


Gin 


Ala 


His 


70 


Lys 


Glu 


Glu 


Ser 


Ser 


Pro 


Asp 


Tyr 


Asn 


Pro 


80 


Tyr 

J. 


Gin 


Gly 


Val 


Ser 


Val 


Pro 


Leu 


Gin 


Gin 


90 


Lys 


Glu 


Asn 


Gly Asp 


Glu 


Ser 


His 


Leu 


Pro 


100 


Glu 


Arq 


Asp 


Ser 


Leu 


Ser 


Glu 


Glu 


Asp 

JL 


Trp 


110 


Met 


Arq 

ZD 


He 


He 


Leu 


Glu 


Ala 


Leu 


Arg 


Gin 


120 


Ala 


Glu 


Asn 


Glu 


Pro 


Gin 


Ser 


Ala 


Pro 


Lys 


130 


Glu 


Asn 


Lys 


Pro 


Tyr 


Ala 


Leu 


Asn 


Ser 


Glu 


140 


Lys 

J. 


Asn 


Phe 


Pro 


Met 


Asp 


Met 


Ser 


Asp 


Asp 


150 


Tyr 


Glu 


Thr 


Gin 


Gin 


Trp 

JL 


Pro 


Glu 


Arg 


Lys 


160 


Leu 


Lys 


His 


Met 


Gin 


Phe 


Pro 


Pro 


Met 


Tyr 


170 


Glu 


Glu 


Asn 


Ser 


Arg 


Asp 


Asn 


Pro 


Phe 


Lys 


180 


Arq 


Thr 


Asn 


Glu 


lie 


Val 


Glu 


Glu 


Gin 


Tyr 


190 


Thr 


Pro 


Gin 


Ser 


Leu 


Ala 


Thr 


Leu 


Glu 


Ser 


200 


Val 


Phe 


Gin 


Glu 


Leu 


Gly 


Lys 


Leu 


Thr 


Gly 


210 


Pro 


Asn 


Asn 


Gin 


Lys 


Arg 


Glu 


Arg 


Met 


Asp 


220 


Glu 


Glu 


Gin 


Lys 


Leu 


Tyr 


Thr 


Asp 


Asp 


Glu 


230 


Asp 


Asp 


He 


Tyr 


Lys 


Ala 


Asn 


Asn 


He 


Ala 


240 


Tyr 


Glu 


Asp 


Val 


Val 


Gly 


Gly 


Glu 


Asp 


Trp 


250 


Asn 


Pro 


Val 


Glu 


Glu 


Lys 


He 


Glu 


Ser 


Gin 


260 


Thr 


Gin 


Glu 


Glu 


Val 


Arg 


Asp 


Ser 


Lys 


Glu 


270 


Asn 


He 


Gly 


Lys 


Asn 


Glu 


Gin 


He 


Asn 


Asp 


280 


Glu 


Met 


Lys 


Arg 


Ser 


Gly 


Gin 


Leu 


Gly 


He 


290 


Gin 


Glu 


Glu 


Asp 


Leu 


Arg 


Lys 


Glu 


Ser 


Lys 


300 


Asp 


Gin 


Leu 


Ser 


Asp 


Asp 


Val 


Ser 


Lys 


Val 


310 


He 


Ala 


Tyr 


Leu 


Lys 


Arg 


Leu 


Val 


Asn 


Ala 


320 


Ala 


Gly 


Ser 


Gly Arg 


Leu 


Gin 


Asn 


Gly 


Gin 


330 


Asn 


Gly 


Glu 


Arg 


Ala 


Thr 


Arg 


Leu 


Phe 


Glu 


340 


Lys 


Pro 


Leu 


Asp 


Ser 


Gin 


Ser 


He 


Tyr 


Gin 


350 



-8- 



10 



Leu 


He 


Glu 


He 


Ser 


Arg 


Asn 


Leu 


Gin 


He 


360 


Pro 


Pro 


Glu 


Asp 


Leu 


He 


Glu 


Met 


Leu 


Lys 


370 


Thr 


Gly 


Glu 


Lys 


Pro 


Asn 


Gly 


Ser 


Val 


Glu 


380 


Pro 


Glu 


Arg 


Glu 


Leu 


Asp 


Leu 


Pro 


Val 


Asp 


390 


Leu 


Asp 


Asp 


He 


Ser 


Glu 


Ala 


Asp 


Leu 


Asp 


400 


His 


Pro 


Asp 


Leu 


Phe 


Gin 


Asn 


Arg 


Met 


Leu 


410 


Ser 


Lys 


Ser 


Gly 


Tyr 


Pro 


Lys 


Thr 


Pro 


Gly 


420 


Arg 


Ala 


Gly 


Thr 


Glu 


Ala 


Leu 


Pro 


Asp 


Gly 


430 


Leu 


Ser 


Val 


Glu 


Asp 


He 


Leu 


Asn 


Leu 


Leu 


440 


Gly 


Met 


Glu 


Ser 


Ala 


Ala 


Asn 


Gin 


Lys 


Thr 


450 


Ser 


Tyr 


Phe 


Pro 


Lys 


Gin 


He 


Pro 


Thr 


Phe 


460 


Leu 


Phe 


Ser 


Val 


Leu 


Thr 


Ser 


He 


Leu 


Leu 


470 


Thr 


Leu 


















472 
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